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(a) Chromatrography: SQPR; Electrophoresis: RPQS
(b) Chromatrography: RPQS; Electrophoresis: SQPR
(c) Chromatrography: PRQS; Electrophoresis: PRQS
(d) Chromatrography: SQPR; Electrophoresis: PRQS

Diagnosis of influenza virus infections can be done using some of the
following techniques:

P) Western blot and Southern blot Q) Northern blot and western blot
R) ELISA and RT-PCR S) PCR and electron microscopy
Choose the combination of techniques that correctly lists the detection methods.
(a) P and R only (b) Rand S only

(c) Qand R only (d) P and S only.

Group - B
Compare the suitability of T4 and T7 DNA polymerases for different applications.

What are the most commonly used alkaline phosphatases for recombinant

DNA experiments? For gene cloning experiments, why is the cleaved vector

often treated with alkaline phosphatase prior to ligation step?
6+(2+4)=12

Define plasmid. Why it is not considered as genome?

Enlist the characteristics required for plasmids to be used as ideal
cloning vector with labelled diagram and example.

Discuss the advantages and disadvantages of lambda phage as a vector
over pBR 322.
(1+2)+6+3=12

Group -C

Describe the chromogenic detection of the biotin labelled DNA probe
with diagram.

What is the difference between normal PCR and QPCR? Explain the
mechanism of the real-time PCR with TagManR probe with diagram.

An aliquot of template DNA containing 3 x 104 copies of target gene is

placed into PCR reaction. The reaction has a mean efficiency of 85%.

How many cycles are required to produce 2 x 1010,
3+(1+4)+4=12

Write the name of is the best method of 1st generation DNA
sequencing. Describe the principle and steps of that method of DNA

sequencing with a labeled diagram.
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Describe the principle and steps of N-terminal sequencing of protein
by Edmann degradation method with a labeled diagram.

What is site directed mutagenesis (SDM)? Describe a method of SDM
by PCR with a labeled diagram.
1+3)+4+(1+3)=12

Group -D
Discuss the purification process of plant gDNA. What is the role of CTAB here?

Discuss the process of construction of gDNA library by a flow chart.
6+6=12

Describe the steps for the cloning of a gene X from prokaryotic
organism into PUC18 with single restriction enzymes, with diagram.

Why the efficiency of getting positive clone by above method will be
low? What are the different ways in which you can improve the cloning
efficiency of this method? Describe with diagram.

Describe the selection of positive clone by pUC18 and the mechanism
of selection.
5+(2+3)+2=12

Group - E

What was the goal of Human Genome Project (HGP)? What sequencing
principle was used in HGP? Describe that principle with a labled diagram.

Describe the steps and principle of 2nd generation DNA sequencing
developed by 454 life sciences with a labeled diagram.

What is the name of high throughput automated version of Northern
blotting hybridization? Describe the steps and principle of that
automated techniques.

(1+3)+4+(1+3)=12

What is DNA vaccine? Describe the method of production of DNA
vaccine against a antigen, with labeled diagram.

What are the different applications of genetic engineering? Describe
the method of development of an insect resistant plant.

Why over expression of eukaryotic gene is problematic in prokaryote?
How these problem can be solved?
(1+3)+(2+3)+3=12
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